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Yciaos:

ub npeamera
Hums xypca je ma ce CTyOeHTH YIo3Hajy ca Hajuenmthe kopummheHuMm Oa3zama IogaTaka y MOJEKYJIapHO]
OMOJIOTHjH Kao ¥ J]a caBJajajy HajBakKHHUje OMOMH(pOPMATHYIE alaTKe 3a MPeTpaKuBame JaTuX 0asa.

Hcxon npeamera

Hakon ycnenHor 3aBplIeTka OBOT Kypca CTYACHT je Yy cTamy Ja IEMOHCTPHpa 3Hame O 3HaYajHUM Oazama
HojiaTaKa y MOJIEKYJIapHO] OMOJIOTHjH, Kao M Aa eukacHO npoHalhe xesbeHy MHOPOpManujy Kopuinhemem
JIOCTYHUX OMOWH(OPATHYKHX aJNaATKH.

Capp:xxaj npeqmera

Teopujcka nacmasa

Wudopmanyje xoje ce reHepuIly Ha IM0Jby MoJeKylapHe OHONoruje, Kao MOCIeNula BEeHOT MHTEH3MBHOT
pasBoja, cy UMalie KJby4Hy yJIOTrY Y pa3Bojy OnonH(opMaTHuke ¥ CBpCTaHe Cy y BHIIIE CTOTHHA 0a3a rmojaraka.
TokoM OBOTr Kypca CTYACHTH Tpeba Ja ce ymo3Hajy ca Haj3HadajHHjuM Oa3ama MojaTaka Koje ce KOPHCTE Y
MOJICKYJIapHOj OHOJIOTHjU: 0a3e Koje Mpy’Kajy OTBOPEH MPHUCTYII JUTEPATyPHUM U OUOIHOTpa)CKUM ITOIAIIIMa
(PubMed, BioMed Central, PLoS), 6a3e mogaraka ca HykieotugauM cekBeHIama (GenBank, EMBL, DDBJ),
0aze ca mporemHcknM cekBernama (Uniprot-KB: SWISS-PROT, TrEMBL, PIR-PSD), 6a3ze ca pazmuantum
reHoMckuM cekBeHIama (EST, STS), reromcke 6a3e momaraka (NCBI, EBI, TIGR, SANGER), 6a3e momaraka
ca TpPOAMMEH3MOHANHOM CTpykTypoMm mportenHa (PDB), Hexe m3Bemene 0Oa3e momataka (InterPro, Prosite,
Pfam,). Tokom kypca ce obpalyje u nmperpaxuBame 6a3a nogaraka npema kbyuHoj peun (ENTREZ and SRS)
win npema cekBernu (BLAST and FASTA). Kako 6u aHanu3upaiu CeKBEHIIE CTYCHTH Tpeba Jla ce YIo3Hajy
pasnmuuntuM popmaruma cekBeHi (GenBank, FASTA, GCG, MSF), ca mojMoBHMa XOMOJIOT, OPTOJIOT,
napasor, CKOPHHT MaTpHlle, Kao U Ja Hayuye Jia MOopaBHajy JBE WM BUIIE ceKBeHIW. Ha kpajy ce cryneHTH
yno3Hajy ca OMIM 6a3om koja omucyje moBe3aHocT moiuMopdusama u Oonectu kon Jpyau u KEGG,
janmaHckoM 0a30M MeTabOJIMYKKX IyTeBa U Ipyrux henujckux mpoueca.

Ipaxmuuna Hacmasa

Ha mpakTtmuyHOj HacraBu, koja he ce omBWjaTH y padyHapCKOj YYHOHHIM, CTYIACHTH he Kpo3 KOHKpETHE
npuMepe M 3aJaTKe HaydyuTH Ja ce CHaylase W Aa npoHal)y skesbeHy HH(popManMjy y omaOpaHuMm Oa3zama
nojiaTaka.

Jlurepartypa

[Ipesenranuje npenasBama, TEKCTOBU M IPUIIPEMHH MaTepujan ooe30ehenn o crpaHe npeaaBada.

Hymanka Casuh-IlaBuhesuh, I'. Matuh (2011) Moaexyaapna 6uonoeuja 1, NNK international, beorpazg

David W Mount (2007) Bioinformatics: Sequence and Genome Analysis, 2nd Edition, cold Spring Harbor
Press

Durbin et al (2007) Biological Sequence Analysis: Probabilistic models of protein and Nucleic acids
Cambridge University Press.
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Ouena 3Hama (MakcuMaJHu 6poj moena 100)

MoeHa

IIpenucnutHe o0aBe3e 3aBpIIHU UCTIUT MoeHa
AKTUBHOCTH Y TOKY IIpeJjaBamba 10 Ycmenu uenut 30
CemuHapu 60




